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ZH, ZFINEAETS ps19 ZEH R BEA pl22 f1
ps3 BB, pl2 M ops3 HAHFEHTIHEESN
FERAEYIREN AUG ERBRERT, A5 HE
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s VASKWHEEEK p»p FIIRERE K E
96.0%M L, 5165V -B EAMNBMRBIER
(CLYS) Fth R HAL BN E X BB R (PY - In) K9 3K
GEBRE,2H%899.2% % 99.4%, i 5 16Sr
HEAMHEEERERET 86%, 25 HE pl22
M3 BEHRENEERFT,IWBHK RS CLYS
PY-In HRIBRIESFIEF 99.8%F0 99.6% . H
PR RERT 1651V - B B HA R,
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F1 /i ProtScale % ff #) Kyte and Doolittle & % ¥
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B, 0k HEEA(E3), MAEBSTRE AN-

THEPROTS .0 X} JWB ¥ A & & pl22 1 mps3 A
REMEEREHAENT . GREXH, HEw
ARS8 11.135 #110.505, B TEHKRCRE 5
JRHE LR - Antigenicity profile, 35 7K # 2% - Hydropho-
bicity profile, Hi/K #iZ% ~ Hydrophilicity profile, # £ X
3% B £& - Transmembranous regions profile 1 S
2% - Solvent accessibility profile %, &R B R
pl22 Fl ps3 XERBEHEAHK, BE, AARY
BBLEE(E 4),

M: DL-2000 DNA marker. 1: #EBE B & 1k; 2: Hrp B K,
3: RREEEB 4: BRFEIWB: S: THIWB: 6: HRIWB

M: DL-2000 DNA marker.  Lane 1: Cherry lethal yellows;
Lane 2: Constructed plasmid of rp gene; Lane 3: Healthy jujube;
Lane 4, Lane S and Lane 6: JWB rp gene of samples from
Shaanxi, Ningxia, Gansu respectively.
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Fig.2 Homology tree constructed by parsimony analysis of rp gene

nucleotide sequence from every strain of Siberian elm yellows group(16SrV)
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Fig.3 Hydrophilic/Hydrophobic Profile of rpl22 protein
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Fig.4 The physical and chemical properties analysis of rpl22 protein

85%

DL WOODSFE e WO Rl 4 Sheer 55 Coil
400
St M f\ M
o k-5 Jﬂ\- \)/ kv.pfh_
-200 '
-400

||| || - NI

2% on
100 200 WE i M

B 5 Antheprot 5.0 X pl22 EA_REHTN
Fig.5 The secondary structure forecast analysis of rpl22 protein by Antheprot 5.0
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Bioinformatics analysis of ribosomal protein gene of JWB
phytoplasma in the northwestern arid regions

WU Kuan', YAN Yong-jie?, WANG Hai-ni®, ZHANG Jué®
(1. College of Information Science and Technology, Xi’ an, Shaanxi 710069, China;
2. College of Life Sciences, Northwest University , Xi’ an, Shaanxi 710069, China; 3. College of Plant
Protection/ Shaanxi Key Laboratory of Molecular Biology for Agriculture, Northwest A & F University , Yangling, Shaanxi 712100, China)

Abstract: Jujube witches’ broom (JWB) is a destructive disease caused by phytoplasma, that happened almost in
every cultural regions at home and abroad, bringing large economic loss. The ribosomal protein (7p) gene is cloned by
polymerase chain reaction from the samples of JWB which were collected from Shaanxi, Ningxia and Gansu. After se-
quenced, it is found that 1p gene is 1199 bp, which included partial rps19, pl22 and rps3. rpl22 and rps3 coded 129
and 252 amino acids respectively, and these two genes are not overlapped. The homologic analysis shows that pathogens
from Shaanxi, Ningxia and Gansu are same; and it is similar in character among JWB, cherry lethal yellows and peach
yellows isolate PY ~ In phytoplasmas. This study reports 7p sequences of JWB phytoplasmas for the first time and identi-
fies that JWB phytoplasma belongs to 168 1V — B, which can provide theory basis for research of the functional sec sys-
tem of JWB phytoplasma.
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