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Table 1  Materials used in this study

REIII AR,

EThc WFh KA A3 JE R
Number Species Locality Habitat Populations
Hhy g
SRRETIE, B 5 B T, 2 PRI L LR
/NRE R EEEAA O . ¢ .
1 . . . Light of degree salinize down 3
N- sibirica Wulateqianvallage; Wuhai, Bayanhaote:
Jilantai. B . Denak land, hungry grassland, barren
ilantai, Bayannuorigong, Dengkou Jesert zone
WO i CESR i, & 2%, S -
ol ;;%%E{%\ EE G R R RS A
2 = - . Hungry grassland, 2
N- tangutorum Dengkou,  Wuhai, Bayanhaote, Het-
A . . barren desert zone
unchi, Jilantai, Bayannuorigong
3 BR B KA SR I UORR T EE 3
N- sphaerocarpa Dalaikubu. Juyanhai Grit quality gobi desert
W H AR DEWHH A B,
4 pN=E K3 FEAT KBEFE 3
N. roborowskii Hetunchi,  Jilantai,  Bayannuorigong, Desert area

Wuliji. Dalaikubu
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RAPD patterns amplified by primers S42
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RAPD patterns amplified by primers S317
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Fig-1 RAPD patterns amplified respectively with the primers S42 and S317
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Table 2 List of fifteen primers, sequences: and amplification results

5149 73 AN Ep TR E pNEL
Primers 5'Sequence 3' N sibirica N- tangutorum N. sphaerocarpa N roborowskii
opPD7 TTGGCACGGG 9/7 9/8 9/8 9/8

S3 CATCCCCCTG 7/7 7/7 7/6 7/7

S6 TGCGCCCTTC 5/4 5/3 5/4 5/4

$20 GGACCCTTAC 8/6 8/5 8/6 8/4

S24 AATCGGGCTG 9/7 9/7 9/7 9/7

s27 GAAACGGGTG 11/7 11/7 11/7 11/7

§37 GACCGCTTGT 8/6 8/6 8/6 8/6

S40 GTTGCGATCC 7/7 7/6 7/7 7/6

§42 GGACCCAACC 10/9 10/9 10/9 10/8

s79 GTTGCCAGCC 6/4 6/4 6/5 6/3
S267 CTGGACGTCA 7/5 7/3 7/5 7/5
$290 CAAACGTGGG 8/6 8/6 8/6 8/6
$307 GAGCGAGGCT 7/6 7/6 7/6 7/5
§317 GACACGGACC 9/7 9/6 9/7 9/6
$1299 CTCGATCACC 7/6 7/6 7/6 7/6

M Total 118/94 118/89 118/95 118/88
ZAEHH" Diversity 79.66% 75.42% 80.50% 74.57%

T ¢ B S S YED R Note: * total amplification strip/polymorphic amplification strip-
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MBI B R T R Ok 2 R R T B R R A
RAPD 3= 73 B AR, — el 500~3 500
bp » TR A P44 B et ) S8 (37 2 PR A L v b
BEEZERAK A AT 22 0 KA RIFEE N
S ERAMAL R ) SRR R R LA, TR LR 3,

3 BRIBESFE RAPD HTHVEEZHM
Table 3 RAPD polymorphism of species of Nitraria

ZRIERE

Hentbrt Diversity index
Materials
na ne h I
1 1.7288 1.5098 0.2872 0.4202
/J\%Eﬂ 2 1.7203 1.4796 0.2767 0.4087
N- sibirica
3 1.7373 1.4979 0.2830 0.4163
= 1 1.7373 1.5363 0.2990 0.4348
N- tangutorum 2 1.7203 1.5135 0.2862 0.4173
1 1.7627 1.5460 0.3037 0.4419
HRRAM 2 1.7034 1.5393 0.2947 0.4253
N. sphaerocarpa
3 1.7203 1.5402 0.2996 0.4340
1 1.2542 1.2246 0.1190 0.1679
PNERL 2 1.6356 1.4367 0.2490 0.3660
N- roborowskii
3 1.7288 1.4854 0.2757 0.4059

I na FHEMLERFNEEEG ne FHEFE—MLEEK
SN LG hoNei's FHF ZHRERE: 1.Shannon s {5 B8,

Note: na:Observed number of alleles; ne:Effective number of alle-
L9€4y 5 /H el s L

Shannon s Information index (Lewontin; 1972).
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Table 4 Compare the heredity polarization of Nitraria

PR SRR N JE R 22 R Ty LR 22 R4 BED AL R
Materials Ht Hs Gst Nm
INBEE R N sibirica 0.3139(0.0365) 0.2823(0.0304) 0.1007 4.4666
= fl N. tangutorum 0.3205(0.0398) 0.2926(0.0377) 0.0871 5.2405
BRI M| N. sphaerocarpa 0.3487(0.0379) 0.2951(0.0327) 0.1536 2.7552
KEAF N- roborowskii 0.3020(¢0.0387) 0.2146(0.0270) 0.2894 1.2277

®° BRBEYMREE-BEMEEES

Table 5 Heredity identical and distance of Nitraria

#3844 8L Materials INEEH N sibirica

H # N tangutorum

BRIEAA N. sphaerocarpa  KEH| N. roborowskii

INRER N sibirica * x

B Hl N. tangutorum 0.1315
BRIREH N sphaerocarpa 0.1400

KEF N roborowskii 0.1709

0.8690

0.1652

0.8608 0.8315

* * 0.8500 0.8369
0.1513 * oKX 0.8117
0.1924 *OXox

T % % 2Bl Nei 's AR EL * * * 2B EIEE ., Note: * * isthe Nei s heredity similar modulus, * * * is heredity identical -

e
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B2 #RE Nei's BEEEGEN 4 FHERRGH LR
Fig-2 Construct system evolution tree of four Nitraria L-in base of Nei ’s heredity distance
[E:POP1.POPZ, POP3 Hl POP4 23 AU/ A L 0] R 1 RURR R
Note: POP1 . POPZ_ POP3 and POP4 respectively represent N- sibiricas N- tangutorum, N- sphaerocarpa and N- roborowskii -
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RAPD analysis on genetic diversity of nitavia in inner mongolia

WAN Tao's CAI Ping”, YI Wei-dong's ZHANG Xiao'ming”» ZHANG Chen-bo'
(1. Inner Mongolia Agriulture University, Hohhot 010018, China;
2. Xilinhaohe Animal Husbandry College, Xilinhaohe 026000, China: 3. Hulunbeier University, Hailaer 021008, China)

Abstract: Four species of Nitraria were analyzed using random amplified polymorphic DNA (RAPD) mark-

ers- 15 random primers amplified 118 loci have 95 polymorphic loci, about 80. 5%. The differentees of Nei s

gene diversity and Shannon 's information index between each primers produced is big- Dendrogram was con-

structed using UPGMA - The result showed that the polarization of populations and gene fluxes are different in

different species- The polarization and gene fluxes of populations of 3 Nitavias are lower except N- sphaerocarpa

- The heredity coherence of each population is change from 0.8561 to 0.9694. The polarization in the popula-

tions is low, and they have the together ancestor- This is similar to morphology and cytology result, so RAPD is

a useful supple mentary method in assessing genetic relationship among Nitraria species -

Keywords: Nitraria L-; RAPD; relationship; genetic variation



