5 33 B4 1 FE MR R LR Vol.33 No.1
2015 4F 1 A Agricultural Research in the Arid Areas Jan.2015

X E S :1000-7601(2015)01-0233-05

doi: 10.16302/j. enki. 1000-7601.2015.01.038

FRIATFRDMEE S &% K H I 6 B I it

N N 1 » N 2 2
CRTS S A
(1A R B S5 TR, IR A 2640055
2. R R R 2 PR AE B, LR T 5 266003)

M OE: RAPRRAEAAIMHEREATSNETEEE A TR B RBA P HAE L 15 B
K, 5T B EAREEAT 16S IRNA ZZE N 7 20407, KX 15 Bk & W 2B T4 B W B (Streptomyces) L5 £ K H B
(]\focardiopsis)7/I‘Ij 1A MNH B, H Sireptomyces BN E B H Ak CXB832 5§ Nocardiopsis arabia DSM 45083" F1 Haloacti-
nospora albus DSM 450157 & # 3T, B J7 M4 41 95.4% F1 94.9% , AR 2 5% A fn 40 F 55 A T DLAT 3 | & M E M b K
BLEHE. BRERERBEA BRI R T REATN > ERRAA W AR IR EEERELEITCLHN KL
HHEMBERS, £ ISHBEEET, 008 2K 3K 288 | & HE RN Bl R amlfn g2,

K B A SR O
RESES: 0938;0936  XEKEREAD: A

Biodiversity of actinomycetes from Pozi saltern in Qingdao and

the screening for functional enzymes
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Abstract: In this study, 15 actinomycetes were isolated using three different media (M1 ~ M3) from a salt pond of

Qingdao. Bioinformatics analysis of the 16S rRNA sequences from the isolates revealed they belonged to three genera

( Streptomyces , Nocardiopsis and a novel genus), with Streptomyces being the dominant genus. The strain CXB832 were

95.4 % and 94.9 % homologous to the two standard strains of bacteria, and therefore was candidates for a new genus on

the basis of phenotypic, chemotaxonomic and phylogenetic distinctiveness. The type of medium and temperature showed

significant effects on the number and diversity of actinomycetes recovered. Starch casein medium was the most effective

media to isolate actinomycetes species at 37°C. 12, 3, 2 and 1 of 15 isolates produces amylase, lipase, caseinase and

cellulose, respectively.
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Fig.1 The effect of medium and temperature on

actinomycetes isolation
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Fig.2  Neighbor-joining tree based on the partial sequences of 16S rDNA gene of actinomycetes isolated the
salt pond in Qingdao and their closest relatives retrieved from the GenBank database
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Note: Numbers at branching points refer to bootstrap values (1000 resamplings; only values above 50% are shown). The sequence of Actinopolyspora
halophila ATCC27976" was used as an outgroup. Bar 2% sequence divergence.
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Table 1  The homology comparison and enzyme-producing characteristics of the isolation of actinomycetes from salt pond
PR > T Bk FAMATE, % TER H Bk Aty TR
Strains No. Closest match Similarity Amylase Protease Esterase Cellulase
CXB831 Haloactinospora alba 9%4.9 - - + -
CXB832 Haloactinospora alba 94.9 - - + -
CXB833 Nocardiopsis lucentensis 99.7 + - - +
CXB836 Streptomyces rubidus 99.7 + - - -
CXB837 Streptomyces rubidus 99.6 + - - -
CXB838 Streptomyces thinghirensis 99.2 + + - -
CXB839 Nocardiopsis aegyptia 99.2 - - + -
CXB841 Streptomyces rubidus 99.6 + - - -
CXB842 Streptomyces rubidus 99.7 + - - -
CXB865 Streptomyces flocculus 99.4 + - - -
CXB869 Streptomyces thinghirensts 99.9 + + - -
CXB877 Streptomyces sclerotialus 99.6 + - - -
CXBSS8 Streptomyces sclerotialus 99.2 + - - -
CXBS89 Streptomyces sclerotialus 99.8 + - - -
CXB891 Streptomyces flocculus 9.5 + - - -
W+ 7 PR =7 B, Note: “+ 7, Positive; “ - ", Negative.
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